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MerToro mocimipkeHHs Oyi0 3’siICyBaTH BILIMB moJiiMop¢i3my rexa mponaktuay (PRL) Ha moka3HHUKH MOJIOYHOI IIpo-
IyKTHBHOCTI, 30KpeMa HaJlilf, CKJIa]] Ta TEXHOJIOTIYHI BIaCTUBOCTI MOJIOKA, B YKPaiHCHKOI YOPHO-Ps160i MOJI0OUHOT Xyn00Hu
(n=200). [lns BU3HAuUEHHS TEHOTHIIIB TBAPHH 3a JIOKYCOM I€Ha NPOJakTHHY Oyno Bukopucrano meron I1JIP-ITJIP®.
VY nocmimkenomy cranai yactora aneniB A i G cranoBuna Bignosigao 0,120 i 0,880, wacrora renorumiB AA, AG i GG -
signosinuo 0,017, 0,211 10,772.

Bcranosneno, mo tBapuu 3 renotuniom PRL AA manu Buii noka3HUKH HaJoio Ta 6inmkoBomosouHocti (P<0,05) mopis-
HSHO 3 TBAPUHAMH aJbTEPHATUBHUX IeHOTHIB. CTOCOBHO TEXHOJOTIYHHX BJIACTMBOCTEH (TPUBAJIICTh CHUY)KHOTO 3CilIaHHA,
TEPMOCTIHMKICTh), BUILI 3HAYCHHS [MOKAa3HHUKIB CIOCTepiraiu y HociiB reHotuny AA mopiBHsHO 3 renotunamu AG ta GG.
OTpuMaHi faHi MiATBEPIKYIOTH, IO TEH MPOJAKTHHY MOXKE BUKOPHUCTOBYBATHCH SIK KAHIUJATHHH T'eH y MapKep-acouiiioBaHiil
CEJICKIIT 1 € BAXITUBHUM JDKEPENIoM iHPOpMAIii 11t BAPOOHUKIB MOJIOYHOT PO TYKIIii.

Kawu4osi ci1oBa: Mono4Ha NPOAYKTHBHICTH, TeH npodaktuny, [IJIP-TIJIP®, renotumny, Hanii, CKiIaq MOJIOKA, CHPOIIPHIA-
THICTB, TEPMOCTIHKICTB.

Formulation of the problem, analysis of recent research and publications. One of the methods
of improving the milk production traits in cattle (yield, content and milk technological properties) is the
use of information on polymorphism of genes engaged in shaping the importance of these properties.
Having this information, it has been possible to quantify genetic variability and identify the superior
genetic merits of animal through mathematical models, through more and more refined means.

Among genes involved in milk production there is prolactin gene (PRL). PRL disruption experiments
proved its essential roles in reproduction, mammary gland development, initiation of milk secretion, and the
maintenance of lactation in mammals. In addition to being a classical pituitary hormone, PRL is also
primarily responsible for the synthesis of many milk components, including milk proteins, lactose, and
lipids [7]. Therefore, the bovine PRL seems to be an excellent candidate for linkage analysis of quantitative
trait loci that affect milk performance traits in dairy cattle.

Many authors [1, 3, 5, 6, 8, 9] reported a polymorphism in the prolactin gene that is present in a
number of breeds of cattle, including dairy cattle. The polymorphism was found to influence milk yield,
percent protein, and fat in the milk. However, these authors did not evaluate the polymorphism for any
effects on technological properties of milk, particularly cheese-making properties and heat stability. This
study was conducted to follow up on the researches of different authors, by investigating whether the
polymorphism in the prolactin gene can be used as a DNA-marker for selecting dairy cows with
favorable milk cheese-making properties. Also, this research was conducted to confirm that the prolactin
gene polymorphism affects milk yield and quality.

The objectives of this work were to study gene frequencies at the prolactin locus, and
association of genetic variants of the PRL gene with milk production traits in Ukrainian Black-and-
White dairy cattle

Materials and research methods. The research was conducted in the Skvira district, Kiev region on
200 Ukrainian Black-and-White dairy cows. During the experiment the investigated livestock was locat-
ed in the same conditions of feeding and keeping, the animals were clinically healthy.

The blood for the tests was collected from the external jugular vein into test tubes with EDTA
anticoagulant. Genomic DNA was isolated from blood samples using «DNA-sorbB» (Amplisence,
Russia) according to recommendations of producer.

Prolactin genotypes were determined using method PCR-RFLP (polymerase chain reaction-
restriction fragment length polymorphism) [4]. Restriction fragments were separated electroforetically in
a 4 % agarose gel with ethidium bromide in the presence of 1x TBE buffer and visualized in the
transilluminator.
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Milk yield was calculated based on the results of monthly control milking. Fat and protein content in
milk was measured by means of device "Ekomilk KAM-98.2". Total solids content was determined by
method of drying to constant weight, milk solids non-fat (MSNF) content and lactose content — by using
milk analyzer AM-2, casein content — by formol method. The casein number was calculated as the ratio
of casein to whole protein. Milk density was measured using a lactodensimeter [2].

The rennetability of milk was ascertained by the trial of rennetability. 20 cm® of milk was heated up
to 35 °C in water bath, 1 cm® of rennet Hannilase powder with the strength of 1:400 was added, milk
was stirred. The time till the creation of first curd flakes was measured.

Heat stability (alcohol number) was determined by the titration with 96 % ethanol. Alcohol number
expresses an ethanol consumption of given concentration for fixed bulk of milk (2 cm’) till protein
coagulation under the terms of the method [10].

Statistical analysis was carried out in program Statistica 6.0.

Results and discussion. The electrophoretic separation of the PRL/Rsal restriction fragments of the
bovine prolactin gene is presented in Figure 1. In the examined herd of dairy cows, two alleles of the
PRL gene (PRL A and PRL G) and three genotypes (AA, AG and GG) were identified. The conducted
research showed (Table 1) that 77 % of the population had the GG genotype, 21 % had the AG genotype
and 2 % had the AA genotype. This has been confirmed by the results obtained by Novak et al. [3] for
Ukrainian Black-and-White dairy cattle.
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Fig. 1. Electroforetic restriction fragments PRL/ Rsal of bovine prolactin gene: lanes 1, 4 — genotype AG;
lanes 2, 3, 4-7, 9 — genotype GG; lane 8 — genotype AA; M — DNA size marker GeneRuler 100 bp.

Table 1 — Allele and genotype frequencies of PRL gene in cattle

Locus Genotype Number of animals Genotype frequency Allele Allele frequency
PRL AA 3 0,017 A 0,120
AG 42 0,211 G 0,880
GG 155 0,772

Table 2 shows the effect of the PRL polymorphism on milk production traits in cows studied. The
highest milk yield (5703 kg) was characteristic of cows with the AA genotype, then those with AG and
GG genotypes. Results of present study are exactly in agreement with data obtained by Brym et al. [6]
on Jersey cows, Alipanah et al. [5] on Russian Pied cows and Gareeva [1] on Russian Black-and-White
cows showed that PRL/Rsal had a significant effect on milk yield.

Significant differences between the cows of different PRL genotypes were not found for the content
of main substances of milk. At the same time we have observed the difference (P<0,05) between animals
with genotypes GG and AG in milk fat yield — 6,8 kg. The associations of PRL/Rsal mutation with milk
fat yield and fat percent were reported by Kathami et al. [9], Dybus et al. [8], Brym et al. [6] and
Alipanah et al. [5], but our result for fat percent was not similar to their outputs. Animals with genotype
PRL GG had slightly higher milk fat content (3,90 %) in comparison with genotypes AA (3,82 %) and
AG (3,85 %). The differences were not significant (P>0,05).
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Table 2 — Effect of PRL polymorphism on milk yield, composition and technological properties in Ukrainian Black-and-
White dairy cows, X+ my

Traits Genotypes Difference
AA AG GG GG-AA GG-AB
n 3 42 155
Milk yield, kg 5703+109,2 54244774 5347+34,3 =356 =77
Fat content, % 3,824+0,024 3,85+0,037 3,90+0,029 +0,08 +0,05
Fat yield, kg 216,5+35,16 208,5+55,32 215,3+23,45 -1,2 +6,8*
Protein content, % 3,150,001 3,114+0,043 3,100,007 —-0,05 -0,01
Protein yield, kg 183,5+25,38 167,6+28,64 166,7+11,56 -16,8* 0,9
Casein content, % 2,39+0,005 2,40+0,011 2,3940,004 0 —0,01
Casein number, % 75,9+1,29 77,1+1,16 77,0+1,34 +1,1 —0,01
Lactose content, % 4,50£0,007 4,50£0,012 4,4910,043 -0,01 -0,01
Total solids content, % 12,4540,056 12,50£0,045 12,47+0,034 +0,02 —0,03
MSNF content, % 8,63+0,063 8,6510,042 8,57+0,062 —0,06 —0,08
Density, °A 28,0+0,11 28,0+0,25 27,5+0,14 0,5 0,5
Rennetability, s 181,8423,46 158,3+16,34 158,8+18,92 —23%* +0,5
Alcohol number, ml 2,32+0,126 2,1840,144 2,1840,144 —-0,14* 0
* — P<0,05

In the case of milk protein yield in the present study it was found the PRL. AA homozygotes were
characterized by the highest yield (183,5 kg), whereas the lowest one was found in the GG homozygotes
(166,7 kg). The difference between cows with genotypes GG and AA was significant (P<0,05). The
significant association of the PRL polymorphism with milk protein yield was not previously reported for
populations of Black-and-White cattle.

We determined the highest casein number (75,9 %) in the milk of cows with PRL AA genotype.
It was also found a significant association of rennetability and heat stability with the genotype PRL
AA. An insignificant positive effect of the G allele on the shortening of renneting time was
observed both in homozygous and heterozygous genotypes. The expression of G allele had a
negative effect on heat stability of milk. These results can be applied when milk is used for cheese
production.

Conclusions. Our results showed that animals with genotype PRL AA had a highest (P<0,05) milk
yield and milk protein yield in comparison with alternative genotypes. The positive association between
allele A and rennetability and heat stability of milk were confirmed. Unfortunately, the frequency of this
allele in herd studied is low (0,120). Data obtained confirmed that PRL may be a strong candidate gene
for application in marker assisted selection and could be used as an important source of information for
producers as well as for breeders.
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Biusinne monmmMopgusMa reHa NpoJaKTHHA Ha NMOKAa3aTeJdd MOJOYHOI NMPOIYKTHBHOCTbI YKPAMHCKOIO 4YepHO-
MecTPOro MoJI0YHOIr0 CKOTA

E. [lnuBauyk, A. lyoun, T. [IbiManb

Lenslo uccnenoBanus ObUIO ONPENENIHTH BIMSHUE ToiuMopduiMma rena mnponakrtuHa (PRL) Ha mokasareny MoIO4HOMN
IIPOAYKTUBHOCTH, B YaCTHOCTY Y/0H, COCTaB U TEXHOJOIMYECKHE CBOMCTBA MOJIOKA, B YKPAMHCKOIO YEPHO-IIECTPOrO MOJIOYHO-
ro ckora (n =200). ns omperneneHus TCHOTUIIOB JKUBOTHBIX II0 JIOKYyCy T€Ha IpOJIAKTHHA OBUT HMcroib3oBaH Meron ITIIP-
[TIAP®. B uccnenoBaHHOM cTazie 4acToTa BeTpedaeMocTH amieneit A u G coctasisuia coorBerctBeHHo 0,120 u 0,880, wactota
BcTpedaemoctu reHoTHnoB AA, AG u GG - cootserctBenno 0,017, 0,211 u 0,772.

YcTaHOBJIEHO, YTO XKHUBOTHBIE ¢ reHoTUnoM PRL AA xapaxtepusoBaiuch 0ojiee BBICOKUMHU MOKA3aTENIMH yI0s U OeIKo-
BomosiouHocTH (P<0,05) mo cpaBHEeHHMIO € >KMBOTHBIMH AaJbTE€PHATHBHBIX TI'€HOTUNOB. OTHOCHUTEIBHO TEXHOJOIMYECKUX
CBOMCTB (IIMTEIBHOCTH CHIUY)KHOTO CBEpPTHIBAHMS, TEPMOYCTOHUMBOCTE), OoJiee BHICOKHE ITOKA3aTeIN HAOMIONaIN y HOCUTe-
neit renoruna AA no cpaBHenuto ¢ renotunamMu AG u GG. [losryuenHble JaHHbIE TOATBEPIKIAIOT, YTO I'EH MPOJAKTUHA MOXKET
HCIIONBb30BAaThCSl B KA4eCTBE KAHAWAATHOTO TeHA B MapKep-aCCOLMHMPOBAHHOM CEIEKIMH M SIBISICTCS BAKHBIM HCTOYHUKOM
nH(opMaIMy IS TPOU3BOIUTENICH MOJIOYHOM MPOTYKIINHL.

KiroueBble cjioBa: MosouHas IPOAYKTUBHOCTB, I'eH nponaktusa, [ILP-II/IP®, renotunsl, yaoi, COCTaB MOJIOKA, CBIPO-
MPUTOJHOCTh, TEPMOYCTOHINBOCTb.

Effect of prolactin gene polymorphism on milk production traits in Ukrainian black-and-white dairy cattle

O. Plivachuk, O. Dubin, T. Dyman

The objective of this study was to elucidate the effect of prolactin (PRL) gene polymorphism on milk production traits in-
volving total milk yield, milk composition and technological properties in Ukrainian Black-and-White dairy cattle (n=200).
PCR-RFLP method was used to PRL genotypes detecting. In this herd, the frequencies of alleles were follows: A=0,120 and
G=0,880. The frequencies of AA, AG and GG genotypes were 0,017, 0,211 and 0,772 respectively.

Results showed that PRL AA genotype had a statistically significant (P<0,05) higher milk yield and milk protein yield in
comparison with alternative genotypes. With respect to technological properties (milk rennetability and heat stability), the AA
genotype had higher levels than the AG and GG individuals. The obtained data confirmed that PRL may be a strong candidate
gene for application in marker assisted selection and could be used as an important source of information for producers as well
as for breeders.

Key words: milk production traits, prolactin gene, PCR-RFLP, genotypes, milk yield, milk composition, rennetability,
heat stability.
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